Supplementary Tables
Supplementary Table 1 . Unit cell parameters for crystals of 1 used for X-ray determination.
Supplementary Table 2.
Modeling metrics for compounds 1-13.
Interface metrics for the lowest energy docked conformations of Compounds 1-13 presented in Supplementary Fig. 3 . Calculated ΔG binding was found using the InterfaceAnalyzer Protocol in the Rosetta Molecular Design Suite using the 'beta' score function 5, 6 . The shape complementarity was calculated using an implementation of the CCP4 algorithm within Rosetta. 'SASA' : solventaccessible surface area 7 . Table 3 . Dynamic light scattering of β-catenin.
Supplementary
Raw data from replicates of DLS experiments. %Pd = %Polydispersity. Peak 1 is β-catenin with or without compound 13 or α-cyclodextrin. Peaks 2-4 are considered to be β-catenin aggregates due to large radii values.
